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<210> 1 
<211> 108 
<212> PRT 

<213> Homo sapiens 
<220> 

<223> human ring box protein 1 (Rbxl) 
<400> 1 

Met Ala Ala Ala Met Asp Val Asp Thr Pro Ser Gly Thr Asn Ser Gly 
15 10 15 

Ala Gly Lys Lys Arg Phe Glu Val Lys Lys Trp Asn Ala Val Ala Leu 
20 25 30 

Trp Ala Trp Asp lie Val Val Asp Asn Cys Ala lie Cys Arg Asn His 
35 40 45 

lie Met Asp Leu Cys lie Glu Cys Gin Ala Asn Gin Ala Ser Ala Thr 
50 55 60 

Ser Glu Glu Cys Thr Val Ala Trp Gly Val Cys Asn His Ala Phe His 
65 70 75 80 

Phe His Cys lie Ser Arg Trp Leu Lys Thr Arg Gin Val Cys Pro Leu 
85 90 95 

Asp Asn Arg Glu Trp Glu Phe Gin Lys Tyr Gly His 
100 105 



<210> 2 
<211> 121 
<212> PRT 

<213> Saccharomyces cerevisiae 



2 



<220> 

<223> yeast ring box protein 1 (Rbxl) 
<400> 2 

Met Ser Asn Glu Val Asp Arg Met Asp Val Asp Glu Asp Glu Ser Gin 
15 10 15 

Asn lie Ala Gin Ser Ser Asn Gin Ser Ala Pro Val Glu Thr Lys Lys 
20 25 30 

Lys Arg Phe Glu lie Lys Lys Trp Thr Ala Val Ala Phe Trp Ser Trp 
35 40 45 

Asp lie Ala Val Asp Asn Cys Ala lie Cys Arg Asn His lie Met Glu 
50 55 60 

Pro Cys lie Glu Cys Gin Pro Lys Ala Met Thr Asp Thr Asp Asn Glu 
65 70 75 80 

Cys Val Ala Ala Trp Gly Val Cys Asn His Ala Phe His Leu His Cys 
85 90 95 

lie Asn Lys Trp lie Lys Thr Arg Asp Ala Cys Pro Leu Asp Asn Gin 
100 105 110 

Pro Trp Gin Leu Ala Arg Cys Gly Arg 
115 120 



<210> 3 
<211> 508 
<212> DNA 

<213> Homo sapiens 

<220> 
<221> CDS 
<222> (7) . . (333) 
<223> Rbxl 



<400> 3 

cccaaaatgg cggcagcgat 
aagaagcgct ttgaagtgaa 
gttgataact gtgccatctg 
aaccaggcgt ccgctacttc 
tttcacttcc actgcatctc 
agagagtggg aattccaaaa 
tgttttgtta ttcatttaat 
ctgtgttttt ttctgctttg 
tgtcaaataa agtccagttg 



ggatgtggat accccgagcg 
aaagtggaat gcagtagccc 
caggaaccac attatggatc 
agaagagtgt actgtcgcat 
tcgctggctc aaaacacgac 
gtatgggcac taggaaaaga 
tgactttccc tgctgttacc 
ttttttcagt ttgctgtttc 
gattctgg 



gcaccaacag cggcgcgggc 60 

tctgggcctg ggatattgtg 120 

tttgcataga atgtcaagct 180 

cfg<?cr^gtctg taaccatgct 240 

aggtgtgtcc attggacaac 300 

cttcttccat caagcttaat 360 

taattacaaa ttggatggaa 420 

tgtagccata ttgtattctg 480 

508 



<210> 4 

<211> 480 

<212> DNA 

<213> Saccharomyces cerevisiae 

<220> 
<221> CDS 
<222> (4) . . (369) 
<223> Rbxl 



3 



<400> 4 

aacatgagca 

caaagctcaa 

tggaccgcag 

aaccatataa 

gaatgtgtag 

tggatcaaga 

ggtaggtgaa 

ggcatgttcc 



acgaagttga 
accaaagtgc 
tggcgttttg 
tggaaccatg 
cagcctgggg 
caagagacgc 
aaaatgaatt 
ttttttttta 



caggatggat 
gccagtggaa 
gtcatgggat 
cattgaatgc 
tgtctgtaat 
atgcccatta 
gcccgtaaac 
gagtatgtca 



gttgatgaag 
accaaaaaga 
atagctgttg 
cagccaaagg 
cacgctttcc 
gataaccaac 
atttaaatca 
actggcgcag 



atgaatcgca 
agagatttga 
acaactgtgc 
ccatgacgga 
atttgcactg 
cttggcagtt 
taccgaggta 
tagatacatg 



aaatattgcg 60 
aattaagaaa 120 
tatttgcagg 180 
cactgataat 240 
tattaataaa 300 
agcaagatgc 3 60 
gaaggattat 420 
tttttctctt 480 



<210> 5 
<211> 504 
<212> DNA 
<213> Mus sp. 

<220> 

<221> CDS 

<222> (18) . . (344) 

<223> Rbxl 



<400> 5 

gactgtgtgt 

gcggcgcggg 

gggacattgt 

aatgtcaggc 

gcaaccatgc 

cgttggacaa 

ggcgtaccca 

tggtcctttt 

gtgtaaataa 



ttccaaaatg 
caagaagcgc 
ggttgataac 
caaccaggcg 
ttttcatttc 
cagagagtgg 
tctgttactt 
tcgttccttt 
agcctttaag 



gcggcggcga 
tttgaagtta 
tgtgccatct 
tcagctactt 
cactgcatct 
gagttccaga 
gtctagtgac 
gtttttggag 
ttgg 



tggatgtgga 
aaaagtggaa 
gcaggaacca 
ccgaagagtg 
ctcgatggct 
agtatgggca 
ttcctgttaa 
tttggtgttc 



tacccccagc 
tgcagtggcc 
cattatggat 
tacggttgca 
caaaacgagg 
ttaggaaaga 
ttatacatta 
ccgcagccat 



ggcaccaaca 
ctctgggcct 
ctttgtatcg 
tggggagtct 
caggtgtgtc 
tttcccgcaa 
gatagaacca 
attgtatttt 



60 

120 

180 

240 

300. 

360 

420 

480 

504 



<210> 6 
<211> 108 
<212> PRT 

<213> Drosophila melanogaster 
<220> 

<223> Drosophila melanogaster ring box protein 1 (Rbxl) 
<400> 6 

Met Glu Val Asp Glu Asp Gly Tyr Glu Val Pro Ser Ser Ser Ser Lys 
15 10 15 

Gly Asp Lys Lys Arg Phe Glu Val Lys Lys Trp Asn Ala Val Ala Leu 
20 25 30 

Trp Ala Trp Asp lie Val Val Asp Asn Cys Ala lie Cys Arg Asn His 
35 40 45 

lie Met Asp Leu Cys lie Glu Cys Gin Ala Asn Gin Ala Ser Ala Thr 
50 55 60 

Ser Glu Glu Cys Thr Val Ala Trp Gly Val Cys Asn His Ala Phe His 
65 70 75 80 



Phe His Cys lie Ser Arg Trp Leu Lys Thr Arg Gin Val Cys Pro Leu 
85 90 95 



Asp Asn Arg Glu Trp Asp Phe Gin Lys Tyr Gly His 
100 105 



<210> 7 
<211> 110 
<212> PRT 

<213> Caenorhabditis elegans 
<220> 

<223> Caenorhabditis elegans ring box protein 1 (Rbxl) 
<400> 7 

Met Ala Gin Ala Ser Asp Ser Thr Ala Met Glu Val Glu Glu Ala Thr 
1 5 10 15 

Asn Gin Thr Val Lys Lys Arg Phe Glu Val Lys Lys Trp Ser Ala Val 
20 25 30 

Ala Leu Trp Ala Trp Asp lie Gin Val Asp Asn Cys Ala lie Cys Arg 
35 40 45 

Asn His lie Met Asp Leu Cys lie Glu Cys Gin Ala Asn Gin Ala Ala 
50 55 60 

Gly Leu Lys Asp Glu Cys Thr Val Ala Trp Gly Asn Cys Asn His Ala 
65 . 70 75 80 

Phe His Phe His Cys lie Ser Arg Trp Leu Lys Thr Arg Gin Val Cys 
85 90 95 

Pro Leu Asp Asn Arg Glu Trp Glu Phe Gin Lys Tyr Gly His 
100 105 110 



<210> 8 
<211> 18 ' 
<212> PRT 

<213> Sac char omyces cerevisiae 
<220> 

<223> Anaphase- Promoting Complex subunit APC11 sequence 
<400> 8 

Met Lys Val Lys lie Asn Glu Val His Ser Val Phe Ala Trp Ser Trp 
15 10 15 

His lie 



<210> 9 
<211> 69 
<212> PRT 

<213> Saccharomyces cerevisiae 
<220> 

<223> Anaphase- Promoting Complex subunit APC11 sequence 



5 



<400> 9 

Asp Glu Asp Val Cys Gly lie Cys Arg Ala Ser Tyr Asn Gly Thr Cys 
15 10 15 

Pro Ser Cys Lys Phe Pro Gly Asp Gin Cys Pro Leu Val lie Gly Leu 
20 25 30 

Cys His His Asn Phe His Asp His Cys lie Tyr Arg Trp Leu Asp Thr 
35 40 45 

Pro Thr Ser Lys Gly Leu Cys Pro Met Cys Arg Gin Thr Phe Gin Leu 
50 55 60 

Gin Lys Gly Leu Ala 
65 



<210> 10 
<211> 13 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: von 

Hippel-Lindau (VHL) tumor suppressor complex 
tryptic peptide 

<400> 10 

Asn His lie Met Asp Leu Cys "lie Glu Cys Gin Ala Asn 
.1 5 10 



<210> 11 
<211> 14 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence:von 

Hippel-Lindau (VHL) tumor suppressor complex 
tryptic peptide 

<400> 11 

Gin Val Cys Pro Leu Asp Asn Arg Glu Trp Glu Phe Gin Lys 
15 10 



<210> 12 
<211> 6 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: von 

Hippel-Lindau (VHL) tumor suppressor complex 
tryptic peptide 



<400> 12 

Trp Asn Ala Val Ala Leu 
1 5 



